1. Genomic data lakehouse: 
· Geisinger has developed and deployed a genomic data lakehouse on Databricks with AWS. 
· This lakehouse supports the cost-efficient,high-performance storage, management, and analysis of population-scale genomic data (e.g., millions of exomes or genomes). 
· The lakehouse includes automated pipelines for data ingestion from gVCF files and for annotation of genomic variants.
· Source code and documentation for this application is currently hosted on Geisinger’s internal GitHub, which uses “enterprise managed users” and thus cannot be shared directly but could be forked and made available to the gLHS Network.

2. Genomic knowledgebase: 
· Active development is underway on a web application (“Project Juneau”) for interacting with and curating population-level genomic data for both the return of genomic results to patients and to support research analyses. 
· Our engineering team is working to produce a “minimum viable product” (MVP) in 2025. 
· The application is being developed in Python Django and interacts with a Postgres database for genome- and user-related information and the Geisinger Databricks genomics warehouse for variant-level information. 
· Source code and documentation for this application is currently hosted on Geisinger’s internal GitHub, which uses “enterprise managed users” and thus cannot be shared directly but could be forked and made available to the gLHS network. 
· Geisinger could also share screenshots or other demos of the current and planned functionality.

